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Abstract— Nucleic acid extraction has an essential function 

in molecular biotechnology as the essential step for some 

downstream applications. Numerous alterations have been 

made to the original method of 1869. Current process are 

classified into chemical or mechanical, each with 

eccentricities that impact their utilization, particularly in 

purpose of diagnostics. In light of the wide scope of 

accessible choices, it is ideal to decide the ones that perform 

best as far as cost-viability and time effectiveness. I have 

audited DNA extraction from history to the most regularly 

utilized strategies for DNA extraction from blood, I have 

featured their individual preferences and weaknesses. I 

additionally looked through current scientific writing to 

discover contrasting nucleic acid extraction methods, to 

decide the best accessible decision. 
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I. INTRODUCTION 

Nucleic acid extraction is one of the most significant strides 

in the field of molecular biotechnology, being regularly 

utilized in numerous territories of the biological and clinical 

sciences, as this methodology denotes a beginning stage in 

any molecular diagnostic unit. This crucial technique has 

been known for longer than a century and has grown 

considerably in the course of the most recent decades. 

Whole blood is one of a wide range of accessible sources to 

acquire genomic DNA (gDNA), and it has been broadly 

utilized in laboratories around the globe.  

So we will zero in on DNA extraction protocols 

utilizing whole blood samples.  

II. INITIAL IMPROVEMENT OF DNA EXTRACTION 

PROCEDURES 

Friedrich Miescher was the primary researcher to separate 

DNA while studying the chemical organization of cells. In 

1869, he utilized leukocytes that he isolated from the 

samples of fresh surgical bandages and led tests to purify 

and characterize proteins contained in these cells.  

During his trials he distinguished a novel substance 

in the cells, which he called "nuclein".He created two 

methods to distinguish cell’s nuclei from cytoplasm and to 

isolate this novel compound, now known as DNA. This 

scientific finding, alongside the separation protocols 

utilized, was published in 1871 in collaboration with his 

mentor, Felix Hoppe-Seyler. However, it was distinctly in 

1958 that Meselson and Stahl developed a standard research 

procedure for DNA extraction.  

They performed DNA extraction from bacterial 

examples of Escherichia coli utilizing a salt density 

centrifugation procedure. From that point forward, DNA 

extraction procedures have been adjusted to perform 

extractions on various kinds of biological sources. 

III. COMMON TYPES OF DNA EXTRACTION METHODS FROM 

HUMAN WHOLE BLOOD SAMPLES 

DNA EXTRACTION 

FROM BLOOD 

DNA EXTRACTION FROM 

BLOOD (SUBCATEGORY) 

Solution-based DNA 

extraction method 

Salting out methods 

Organic solvent/ chaotropes 

methods 

Solid-phase DNA 

extraction methods 

Glass milk/silica resin methods 

Anion exchange methods 

Magnetic beads methods 

Solution-based DNA extraction methods 

 DNA extraction protocols using organic solvents 

 Solution-based DNA extraction methods using salting 

out 

IV. DNA EXTRACTION PROTOCOLS USING ORGANIC 

SOLVENTS 

DNA extraction protocols utilizing natural solvents derived 

initially from a progression of related RNA extraction 

techniques. A portion of the primary steps utilized in these 

techniques are: 

1) Cell lysis embraced by including a 

detergent/chaotropic-containing solution, including 

SDS or N-Lauroyl sarcosine;  

2) Inactivation of DNases and RNases, generally using 

organic solvents;  

3) Purification of DNA and expulsion of RNA, lipids, and 

proteins; and  

4) Resuspension of separated nucleic acids 

Phenol is a carbolic acid that denatures proteins 

rapidly, however it is very corrosive, poisonous, and 

combustible. This organic solvent is generally added to the 

sample and then, utilizing centrifugation, a biphasic 

emulsion is acquired. The top hydrophilic layer contains 

diluted DNA, and the base hydrophobic layer is made out of 

organic solvents, cell debris, proteins, and other 

hydrophobic mixes. DNA is then precipitated after 

centrifugation by including high concentrations of salt, for 

example, sodium acetate, ethanol or isopropanol in 2:1 or 

1:1 proportions. Abundance of salt can be taken out by 

including 70% ethanol, and the sample is then centrifuged to 

gather the DNA pellet, which can be resuspended in sterile 

distilled water or TE buffer (10 mM Tris; 1 mM EDTA pH 

8.0). Because these procedures include the utilization of 

toxic and corrosive organic solvents, safety is a fundamental 

concern. 

Personal protective equipment, safety measures 

including the utilization of a biohazard hood, and trained 

officials are required. Phenol–chloroform should be 

equilibrated to a definite pH, and procedural conditions 

ought to be optimized. With a goal to improve the security 

and convenience of these conventions, certain adjustments 
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have been made to evade physical contact with solvents. 

These incorporate consolidating a silica gel polymer16 or 

supplanting solvents with different substances like benzyl 

alcohol. 

V. SOLUTION-BASED DNA EXTRACTION METHODS USING 

SALTING OUT 

In 1988, Miller et al published a convention that 

accomplished DNA purification through protein 

precipitation at high salt focus. The conventional procedure 

includes starting cell disruption and digestion with SDS–

proteinase K, trailed by high concentrations of salts, 

typically 6 M sodium chloride. The solution is then 

centrifuged to allow proteins to accelerate to the base, with 

the supernatant containing DNA moved to another vial. 

DNA is then precipitated utilizing ethanol or isopropanol in 

similar way as portrayed for organic solvent methods. 

VI. SOLID-PHASE DNA EXTRACTION METHODS 

Purging of DNA utilizing the fluid/solid phase approach can 

be followed back to 1979, when Vogelstein and Gillespie 

utilized silica in a glass powder structure in their procedure 

to filter parts of DNA which were already separated by 

agarose gel electrophoresis. Solid-phase extraction strategies 

for DNA extraction from blood samples were at first 

portrayed in 1989 by McCormick, who distributed a 

procedure utilizing siliceous based insoluble particles, 

artificially like phenol, which connect with proteins to 

permit DNA purification. Various techniques utilizing the 

fluid/solid DNA extraction approach have been created from 

that point forward and are utilized in most of economically 

accessible extraction units. 

VII. DNA EXTRACTION METHODS USING SILICA AND SILICA 

MATRICES 

Silica gels have definite properties for DNA binding. They 

are positively charged and have high affinity toward the 

negative charge of the DNA chemical structure. High salt 

conditions and appropriate pH are accomplished utilizing 

sodium cations, which firmly bind to the negatively charged 

oxygen in the phosphate backbone of DNA. Contaminants 

are eliminated with progressive washing steps, trailed by 

DNA elution under low ionic strength (pH $7) utilizing TE 

buffer or sterile distilled water.  

In these conventions, blood samples are incubated for a 

couple of minutes with a lysis buffer. Most procedures take 

around 50 minutes to complete, delivering exceptional 

yields of DNA with least contaminants. 

VIII. DNA EXTRACTION USING ANION EXCHANGE RESINS 

Positively charged chemical substances ready to bind to 

negatively charged nucleic acids or contaminants or 

chemicals, for example, nucleases, are called anion 

exchange resins, and so they have been utilized as an 

essential step in DNA extraction conventions from blood 

samples.  

Seligson et al utilized anion exchnage materials as 

a major aspect of their development to isolate nucleic acid 

samples from various sources, including whole blood 

samples. Seligson et al's convention utilizes a segment 

containing a resin with positively charged diethylaminoethyl 

cellulose groups on its surface to bind negatively charged 

phosphates of the backbone of DNA. The strength of DNA 

binding to the column, just as RNA and different 

contaminants, can be changed through salt concentrations 

and pH states of buffers utilized in this nucleic acid isolation 

procedure. Contaminants, for example, protein and RNA 

can be washed from the DNA-containing segment utilizing 

medium salt buffers. 

IX. DNA EXTRACTION METHODS USING MAGNETIC BEADS 

Nucleic acid extraction methods utilizing magnetic partition 

have been rising since the mid-1990s. They were initially 

used to extricate plasmid DNA from bacterial cell lysates by 

Hawkins et al in 1994 and in 2006 by Saiyed et al, who 

created and approved a convention utilizing exposed 

magnetic nanoparticles for genomic DNA extraction from 

whole blood samples. 

Magnetic particles are made of one or a few 

Magnetic cores, for example, magnetite (Fe3 O4 ) or 

maghemite (gamma Fe2 O3 ), covered with a lattice of 

polymers, silica, or hydroxyapatite with terminal 

functionalized gatherings. In the convention created by 

Saiyed et al, 30 µL of whole blood is blended in with an 

equivalent volume of 1% (weight/volume [w/v]) SDS 

arrangement. The cylinder is blended by reversal a few 

times and brooded at room temperature for 1 moment. Ten 

microliters of Magnetic nanoparticles is added to this blend, 

trailed by the option of 75 µL of restricting cushion (1.25 M 

sodium chloride and 10% polyethylene glycol 6000). The 

arrangement is blended by reversal and is kept for 3 minutes 

at room temperature, and the Magnetic pellet is immobilized 

utilizing an external magnet to dispose of the supernatant. 

The Magnetic pellet is washed with 70% ethanol and dried. 

The Magnetic pellet is suspended in 50 µL of TE support, 

and magnetic particles bound to DNA are eluted by 

incubating at 65°C with continues mixing. 

X. MODIFIED METHODS FOR DNA EXTRACTION 

A. A Rapid Method for the Isolation of Genomic DNA from 

Citrated Whole Blood 

It is a DNA isolation technique which permits the separation 

high quality DNA from freezed citrated blood and cell lines 

in 90 min. The strategy evades the utilization of poisonous 

organic reagents and long extraction steps. DNA extracted 

by this technique is very appropriate for PCR and RFLP. 

In this procedure frozen citrated blood (5 ml) is immediately 

defrosted at 37 °C and blended in with 50 ml of cell lysis 

buffer, pH 8.0. Incubating for 15 min on ice is trailed by 

centrifugation (10 min at 6800 g and 4 °C). The supernatant 

is decanted and the pellet is completely resuspended in 50 

ml of washing cradle (10 mM-NaCl/10 mM-EDTA, pH 8.0). 

After another centrifugation step (10 min at 6300 g and 4 

°C) the supernatant is extracted. The rest of the pellet, which 

ought to be practically white, is blended in with 350 ,tl of 20 

% sodium sarkosyl (Nlaurylsarcosine) (Sigma), 250 1l of 

7.5 M-ammonium acetic acid derivation, 3.5 ml of 6 M-

guanidine hydrochloride (Merck) and 125 1l of proteinase K 
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(10 mg/ml) in the request given. The blend is incubated at 

60 °C until the solution is clear (normally 10-15 min), and 

afterward cooled to 0 °C, before the DNA is precipitated by 

adding 10 ml of super cold ethanol. The DNA is spooled on 

a glass pole, excess ethanol is cleared off and the DNA is 

added in TE buffer [10 mM-Tris/HCI (pH 7.4)/1 mMEDTA 

(pH 8.0)] for 1 h at 37 'C. For the most part, under these 

conditions the DNA isn't totally dissolvable. The insoluble 

material can be isolated and eliminated by centrifugation 

(10-15 s) in a Microfuge B. Great quality DNA is recouped 

in the supernatant. The DNA can be put away at - 20 'C. 

B. Modified Salting-Out Method: High-Yield, High-Quality 

Genomic DNA Extraction from Whole Blood Using Laundry 

Detergent 

In this method the scientist utilized 10 EDTA-anticoagulated 

blood sample, and 5 mL of each sample were put into five 

10-mL glass tubes. At that point 8 mL of lysis cradle (0.3 M 

sucrose, 0.01 M TrisHCl, pH 7.5, 5 mM MgCl2, 1% Triton 

X100) were added to each vial. The vials were centrifuged 

for 5 min at 2,500 g. The supernatant was disposed of and 

300 ml of 10 mM TrisHCl, pH 8, was added to the pellets. 

The pellets were delivered from the base of the cylinders 

and moved rapidly to new microfuge tubes. The silt was 

resuspended by continous vortexing, and the item was 

centrifuged for 1 min at 700 g. After the supernatant was 

disposed of, 330 mL of 10 mM TrisHCl, pH 8; 330 mL of 

clothing powder arrangement (fixations: 20, 25, 30, 35, and 

40 mg/mL); and a glass dot were added to each vial. The 

sample were vortexed for 1 min, 250 mL of 6M NaCl was 

included, and they were vortexed again for 20 sec. At that 

point the vials were spun down for 5 min at 15,000 g. The 

supernatant was moved to new cylinders (around 750 mL) 

and DNA was precipitated by the expansion of 750 mL of 

96% ethanol. DNA precipitate was recovered utilizing a heat 

sealed, thin end glass pipette, washed twice in 0.5 mL of 

70% ethanol. 

XI. PURIFICATION OF HUMAN GENOMIC DNA FROM WHOLE 

BLOOD USING SODIUM PERCHLORATE IN PLACE OF PHENOL  

It is a quick technique for the extraction of human genomic 

DNA from blood samples. Genomic DNA has been 

removed from blood by overnight proteinase K digestion of 

lysed peripheral lymphocytes followed by 

phenol/chloroform extraction. Along with being tedious, the 

utilization of phenol includes innate dangers because of the 

poisonous idea of the reagent. In this technique for the 

extraction of DNA from whole blood. Utilizes sodium 

perchlorate and chloroform rather than phenol which results 

in huge time saving and less dangers to the professional.  

Whole blood for DNA extraction was gathered in 

EDTA-covered vacutainer tubes. Ten milliliters of entire 

blood was added to 35 ml of cell lysis buffer comprising of 

0.32 M sucrose/10 mM Tris-HC1/5 mM MgC12/1% Triton 

X-100 (pH 8.0) (4,14) in a 50-ml polypropylene tube and 

incubated on ice for 10 min. The leukocytes were gathered 

by centrifugation at 1000g for 20 min and resuspended in 

9.8 ml of 50 mM Tris-HC1/150 mM NaC1/100 mM EDTA 

(pH 8.0). Lysis was achieved by the expansion of 0.2 ml of 

10% SDS 2 (Sigma Chemical Co.), and RNA eliminated by 

incubating with I mg RNase A (Boehringer-Mannheim, Inc.) 

for 30 min at 37°C. The arrangement was then acclimated to 

1.5% SDS and warmed in a 60°C water bath for 

denaturation of heat-labile proteins. 

Quickly following this incubation procedure, 2.5 

ml of newly made 5 M sodium perchlorate (Fisher, HPLC 

grade) was blended in slowly. An equivalent volume of 

chloroform/isoamyl liquor (24/1) was included and 

extraction performed for 30 min at room temperature in a 

chemical fume hood. The concentrate was then centrifuged 

at 10,000g for 10 min and the aqueous phase moved to 

another 50-ml polypropylene tube. The expansion of 2 vol 

of cold 100% ethanol precipitated the DNA, which was 

consequently caught on a sterile, siliconized, glass bar and 

moved to 5 ml of TE (10 mM Tris-HC1/1 mM EDTA, pH 

7.5). After 30 min of incubating at 4°C, the DNA was 

reprecipitated with vol of 3 M sodium acetic acid derivation 

(pH 7.0) and 2 vol 100% ethanol. As in the past, a glass pole 

was utilized to move the DNA coagulation to an Eppendorf 

tube containing 1 ml of 70% ethanol. The DNA pellet was 

washed twice with 70% ethanol, air dried, and resolubilized 

in TE (pH 7.5) at 4°C over night. 

XII. EXTRACTION OF HIGH QUALITY GENOMIC DNA FROM 

MICROSAMPLES OF HUMAN BLOOD 

This procedure utilized sodium perchlorate, chloroform, 

polymerised silica gel and a dumbbell shape tube, rather 

than proteinase K and phenol. The whole cycle took under 

two hours, and high molecular weight DNA of high purity 

and quantity, was isolated from a couple microlitres of 

human blood. DNA isolated can be processed with 

restriction endonucleases and has been utilized for DNA 

profiling and the PCR. 

The extraction buffer was comprised of lOmM 

Tris-HC1, 320 mM sucrose, 5 mM MgC12, 1% Triton X-

100, pH 7.5. The lysis buffer comprised of 400mM Tris-

HC1, pH 8.0, 60mM EDTA, 150 mM NaCl and 1% SDS. 

The PSG slurry comprised of 0.8 g of PSG suspended in 1 

ml of 1 X TE cradle. 1X TE buffer was comprised of 10 

mM Tris-HC1, 1 mM EDTA, pH 8.0; 10X response cushion 

comprised of l00mM Tris-HC1, pH 8.3 at 25"C, 500 mM 

KC1, 15 mM MgCl,, 0.01% gelatin and 10X TAE support 

was comprised of 40mM Tris-base, 20 mM sodium acetic 

acid derivation and 0.2 mM EDTA, pH 8.3. 

DNA extraction Lymphocytes were prepared by 

adding extraction buffer, as shown in the table 

Whole 

blood 

Extraction 

buffer 

Lysis 

buffer 

5m sodium 

percholrate 

1-15 150 205 10 

15-50 200 255 15 

50-100 400 305 25 

100-500 2000 330 100 

Corresponding volumes (pl) of reagents required 

for the extraction of DNA from diierent volumes of blood 

(pl) 

The substance were thoroughly mixed on a tilt 

shaker for 5 minutes and centrifuged at 1300 X G for 3 

minutes. The supernatant in each vial was then taken out,the 

pelleted lymphocytes in each vial were resuspended in lysis 

buffer and 5mM sodium perchlorate solution was added. 
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The volume of both lysis buffer and sodium perchlorate 

solution for a definite range of blood volumes are recorded 

in the table. The blend was tilt-shaken at room temperature 

for 20 minutes and afterward incubated in a 65°C water bath 

for 20 minutes with inversion at regular intervals of 5 min to 

accomplish a uniform lysis of the lymphocytes. A 580 ml 

aliquot of chilled chloroform (- 20°C) was added to each 

vial. The substance were blended on a tilt shaker for 10 

minutes and afterward moved into a dumbell shape tube by 

pipette. After centrifugation at 1000 X G for 1 minute in a 

swinging-bucked rotorhead, 45 ml of PSG slurry was added 

to each vial without mixing. The vials were centrifuged 

again at 1360X G for 4 minutes. The aqueous phase in each 

vial was filled in a new Eppendorf tube and spun at 16000 X 

G for 2 minutes to eliminate any remaining PSG. The DNA 

was then precipitated by including two volumes of cool 

ethanol (4°C) and pelleted by centrifugation at 16000 X G 

for 5 minutes. Subsequent drying at 56°C for 4 minutes, the 

DNA pellet was permitted to redissolve in an appropriate 

volume of 1X TE buffer. 

XIII. EXTRACTION OF HUMAN GENOMIC DNA FROM WHOLE 

BLOOD USING A MAGNETIC MICROSPHERE METHOD 

With the quick advancement of molecular biology, magnetic 

extraction is a basic, programmed, and profoundly effective 

technique for isolating biological particles, performing 

immunoassays, and different applications. In this 

examination, the scientists created urea–formaldehyde resin 

magnetic microspheres and magnetic silica microspheres for 

extraction of human genomic DNA. Initially, a magnetic 

microsphere suspension was made and used to extricate 

genomic DNA from whole blood, freezed blood, dried 

blood, and trace blood. Second, DNA quantity and purity 

were estimated by agarose electrophoresis and UV 

spectrophotometry. The human genomic DNA removed 

from whole blood was then run on PCR to additionally 

affirm its quality. 

XIV. PREPARATION OF MAGNETIC MICROSPHERE 

SUSPENSION 

Urea–formaldehyde resin magnetic microspheres were 

scattered in phosphate-buffer saline (137 mmol/L NaCl, 2.7 

mmol/L KCl, 10 mmol/L Na2 HPO4 , 2 mmol/L KH2 PO4 ) 

at a final concentration of 0.01 g/mL. Under magnetic 

conditions, 1.0 mL of the prepared magnetic microsphere 

suspension was blended and washed twice with phosphate-

buffer saline. The supernatant was disposed of and the 

washed urea–formaldehyde resin magnetic microspheres 

were collected. 10 mg of urea–formaldehyde resin magnetic 

microspheres were blended in with 1 mL of polyethylene 

glycol (PEG) - 8000 sorbent for 3 minutes at room 

temperature. Then, urea–formaldehyde sap magnetic 

microspheres were prepared for use. 

XV. EXTRACTION OF HUMAN GENOMIC DNA 

Initially, 200 µL of lysis buffer (20 mM Tris, 2 mM 

ethylene glycol tetraacetic acid, 1% NP-40, 0.2 mM E64, 1 

mM phenylmethylsulfonyl fluoride, 0.08 U/mL aprotinin, 

and 2% Triton X-100, pH 7.4) with high saltiness were 

added to the precipitate. The solution was blended 

altogether, left to incubate at room temperature for 10 

minutes, and afterward centrifuged at 4,000 rpm for 5 

minutes. Next, 200 µL of white cell lysis buffer solution 

(STE, 40 mmol/L Tris-HCl, 40 mmol/L 

ethylenediaminetetraacetic acid disodium salt, and 0.8 

mol/L guanidinium is thiocyanate, pH 6.7) was included the 

mixture, which was then vibrated evenly. Proteinase K 100 

µg/mL was added to the blend, trailed by incubating in a 

water bath at 56°C for 3 hours, with rever blending at 

regular intervals of 30 minutes. Half a milligram of magnetc 

microspheres was taken out, the adsorbent PEG was added, 

and the blend was then incubated for a further 3 minutes. 

The pre-treated magnetic microspheres were added to the 

liquid mixture. Absorption was made to happen for 10 

minutes followed by magnetic division, after which 400 µL 

of PEG-8000 was utilized to wash the beads twice and the 

supernatant was disposed of; a similar methodology was 

continued utilizing 400 µL of 80% isopropyl liquor and 400 

µL of 75% ethanol. The dots were then dried in the 

ventilation box at room temperature for around 30 minutes. 

TE buffer relating to dried blood (50 µL, 100 µL, 200 µL) 

was utilized to elute the beads. After magnetic partition, the 

TE buffer containing the DNA was moved to a new 

Eppendorf tube. The genomic DNA separated from human 

blood was exposed to agarose gel electrophoresis to identify 

its molecular size and purity. 

 

XVI. PURIFICATION OF GENOMIC DNA FROM HUMAN 

WHOLE BLOOD BY ISOPROPANOL- FRACTIONATION WITH 

CONCENTRATED NAL AND SDS 

A basic and proficient process using fractionation of DNA 

with isopropanol from nuclear lysate within the presence of 

concentrated Nal and SDS. By utilization of SDS rather than 

sodium N-laurylsarcosinate, the procedure was generally 

improved in separation of DNA, leaving other cell materials 

in the arrangement. The filtration took about 1.5 hr and brief 

differential centrifugation followed by decantation was 
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completed a few times with a single tube with cap at room 

temperature  

To begin with, 0.5 ml of human whole blood 

anticoagulated with EDTAK2 at 1 mg/ml blood was blended 

in with an equivalent volume of a lysis solution containing 

1% Triton X-100 to lyse the cells and the nuclei were 

isolated. Segregated nuclei were suspended in an enzyme 

reaction solution containing 1 % SDS and processed with 

0.8 mg/ml proteinase K to free DNA from atomic proteins. 

After 1 hr-incubating, Nal solution was added to the nuclear 

lysate to the final concentration of 4.5 M Nal and 0.4% 

SDS, and was trailed by isopropanol option. The substance 

in the vial was blended well by inversion until whitish solid 

showed up. The precipitate was collected by centrifugation 

and washed with the alcohol solution. RNA contamination 

can be taken out by pancreatic RNAse treatment preceding 

the proteolysis. 

 

XVII. QIAAMP DNA BLOOD MINI KIT DNA EXTRACTION 

METHOD 

A. Principle 

It is a no phenol–chloroform extraction method. DNA ties 

explicitly to the QIAamp silica-gel layer while contaminants 

go through. PCR inhibitors, for example, divalent cations 

and proteins, are totally eliminated in two wash steps, 

leaving pure nucleic acid to be eluted in either water or a 

buffer provided with the unit. QIAamp DNA Blood 

procedure yields genomic, mitochondrial, or viral DNA 

FROM BLOOD AND RELATED BODY LIQUIDS 

PREPARED TO USE IN PCR AND BLOTTING 

PROCEDURE. 

B. Procedure 

The QIAamp DNA Blood Mini Kit streamlines extraction of 

DNA from blood with fast spin column or vacuum 

techniques. New and frozen whole blood with regular 

anticoagulants, for example, citrate, EDTA, and heparin, 

might be processed. The QIAamp DNA Blood Mini Kit 

measures test sizes of up to 200 µl, with a preparation time 

of 20–40 minutes. The yield is from 200 µl whole blood is 

4–12 µg, with an elution volume of 50–200 µl.  

 

XVIII. CONCLUSION 

DNA extraction has advanced for as long as 145 years and 

has formed into an variety of research strategies. This audit 

features the presently accessible strategies for DNA 

extraction from whole blood samples, and it sums up 

correlation examines utilizing distinctive nucleic acid 

extraction approaches published to date. DNA extraction has 

advanced from solution and solid-phase manual techniques 

initially performed manually into incorporating into 

automated methods. There is no agreement on a best quality 

level technique for DNA extraction from entire blood tests, 

and they all contrast in various angles. 

Note: This is a review article, none of the research 

work is done by me, I have just compiled the information 

from different research papers available on internet. So the 

credit goes to the scientists and great minds who have 

developed these amazing methods. 
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