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Abstract— The COVID-19 global epidemic, also known as 

the coronavirus infection, constitutes one of the most difficult 

issues that the world is now dealing with. SARS-COV-2, also 

known as the severe acute respiratory syndrome coronavirus 

2, is the cause of COVID-19, a new and very infectious 

pulmonary illness. For identifying and controlling health 

hazards, public health initiatives and configuration 

management are crucial. In contrast to detecting, detecting, 

and addressing to instances, particularly contagious illness 

epidemics, these initiatives place a greater emphasis on 

counteractive action. A reliable estimation of the disease's 

location, dissemination, potential course, and statistical count 

is required to design effective preventative efforts. 

Accordingly, accurate quantitative prescriptive analytics is a 

crucial component of public health programs, primarily for 

contagious illnesses. Therefore, this research article outlines 

an effective and useful mechanism for the purpose of 

achieving covid-19 survival rate prediction through the use of 

deep learning methodologies. For this reason a number of 

different approaches on Covid-19 infection rate prediction are 

studied in this research article to achieve our approach. Our 

approach utilizes, Pearson correlation, K Nearest Neighbor, 

along with CNN-LSTM and Decision Tree to achieve 

covid19 survival rate prediction. The approach will be 

quantified in the next research paper on this topic. 
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I. INTRODUCTION 

Globally, COVID-19 has resulted in an unheard-of 

consequence on society and economy.. The epidemic spread 

quickly around the world, with large numbers of affected 

individuals and more than 500,000 fatalities, and showed no 

indications of abating. Designing trustworthy management 

techniques and putting them into action are essential in 

combating COVID-19 and upcoming pandemics. Accurate 

monitoring of the spatiotemporal progression of illness is 

essential for the creation of such methods. Therefore, a 

trustworthy and generally understandable way of predicting 

the virus's transmission might greatly enhance the capabilities 

of predicted monitoring and aid in the creation of strategies 

for epidemic confinement.   

 The COVID-19 outbreak, also known as the 

coronavirus sickness, represents another of the toughest 

difficult issues that the world is now dealing with. 

Coronavirus 2 is the origin of COVID-19, a brand-new 

pulmonary illness that is extremely infectious. The authorized 

initial mention of COVID-19's development came from 

Wuhan, China, and indeed the illness has since spread 

rapidly, having an influence on society all around the globe. 

The issue is still present despite the large fatality rate brought 

on by COVID-19. Coronavirus sickness is an intense 

pulmonary illness brought on by the SARS-CoV-2 

coronavirus.    

 For identifying and controlling health hazards, 

public health initiatives and demand forecasting are crucial. 

In contrast to evaluating, detecting, and addressing to 

instances, particularly contagious illness epidemics, these 

initiatives place a greater emphasis on avoidance. A reliable 

estimation of the disease's location, dissemination, potential 

course, and incident count is required to design effective 

preventative efforts. Consequently, precise mathematical 

predictive analysis is a crucial element of public health 

programs, particularly for contagious illnesses. Owing to the 

inadequacy of such projections, European nations had little 

accomplishment containing the COVID-19 pandemic. The 

genesis of COVID19 was incapable of being properly 

stopped from spreading, and it has since gone worldwide.    

 In attempt to adequately start preparing medical 

professionals and other linked organizations, it is crucial to 

comprehend the pandemic's behavior. For the administration 

of preventive services, COVID-19 simulation and forecasting 

are of utmost relevance. Advanced analytics is necessary to 

stop the COVID-19 virus from spreading faster. By 

foreseeing how the virus would spread, the administration can 

take the necessary preparations with reference to the 

personnel and/or medical infrastructure to get over any future 

challenges akin to an outbreak.    

 Recent advancements in digital communication and 

computing, together with the expansion of information 

analytics, have prompted businesses, organizations, colleges, 

and most importantly, nations, to prioritize data analysis and 

forecasting. To comprehend the characteristics of an outbreak 

requires the use of sophisticated mathematical techniques, 

and applying these techniques to natural systems has long 

piqued the curiosity of scholars. Numerous mathematical 

techniques are indeed being researched on how to anticipate 

the tendency, estimate the maximum, and calculate the 

progression of the epidemic as a result of the present COVID-

19 epidemic.   

 This literature survey article divides section 2 into 

an assessment of prior work in the form of a literature review, 

and section 3 concludes with recommendations for future 

research.    

II. RELATED WORKS   

Abdul Waheed [1] CovidGAN, an ACGAN-based model that 

creates fake chest X-ray pictures to increase the collection 

and enhance CNN's effectiveness in COVID-19 

identification, has been suggested. In the beginning, the 

COVID Chest X Ray as well as Normal Chest X Ray 

categories are separated using the recommended deep 

convolutional neural network. Additionally, the effectiveness 
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of CNN's artificial data enrichment methodology is 

examined. By increasing the dataset's variety, simulated data 

enrichment. In order to create fake chest X-ray pictures, 

CovidGAN is employed. The results demonstrate that 

substantial representations and characteristics in generated 

Chest X Ray pictures aid in the recognition of COVID-19.    

 Mazin Abed Mohammed [2] states that because 

COVID-19 has become so widespread, research towards 

computerized COVID-19 diagnostics has grown 

significantly. With more recommended diagnostic 

frameworks, it is now more difficult to determine which 

paradigm is optimal for a certain diagnostic activity and what 

kinds of parameters can be employed as a basis. To tackle this 

issue, an assessment and comparison method is required. The 

authors of this work seek to close the knowledge gap between 

COVID-19 diagnostic frameworks and investigation on Multi 

Criteria Decision making that was found after a survey of the 

scientific journals.   

 Furqan Rustam [3] explains how the COVID-19 

pandemic's vulnerability might spark a severe worldwide 

calamity. There are concerns among certain scholars and 

governmental organizations across the whole of the globe that 

the epidemic may affect a significant section of the 

worldwide people. In this work, a machine learning (ML)-

based prediction approach for worldwide COVID-19 

epidemic probability has indeed been suggested. Employing 

machine learning methods, the software analyzes a dataset 

including day-by-day real previous data and forecasts future 

days. Considering the type and amount of the dataset, the 

survey's findings demonstrate that ES works efficiently in the 

present prediction space.   

 Michael J. Horry [4] demonstrated how a VGG19 

model may be utilized to create adequate deep learning based 

solutions for covid-19 identification using the restricted and 

difficult covid databases that are currently available. The 

algorithm is capable of distinguishing between healthy and 

pneumonia-related states for a variety of imaging modalities, 

comprising CT, ultrasound, and X-ray. The authors have 

obtained impressive prediction performance utilizing VGG19 

from across all imaging modalities with very minimal data 

preparation. The models formerly trained for the ultrasound 

picture images are adjusted extremely successfully, 

something which untrained viewers are challenging to 

comprehend and seem noisy. This is maybe the most 

fascinating discovery.    

 Ertugrul Karaçuha [5] Practical tips on how to 

forecast incidence volumes for a decent approach for 

allocating healthcare dollars for individuals in the midst of 

the outbreak are provided. This simulation could be utilized 

to simulate prospective local or global epidemics as well as 

the COVID-19 actuality of present. This research models and 

forecasts the estimated number of confirmed infections, 

fatalities, and recoveries associated with the COVID-19 

epidemic. The research concentrated on the pandemic's 

shortterm forecasting, where the following 30 days are 

forecast using the TimeDependent SIR framework and a 

Gaussian model that uses the derivatives of the uninterrupted 

numbers of confirmed instances acquired from DAM.   

 Ankit Ramchandani [6] To analyze diverse local 

variables and predict the upcoming expansion of diagnosed 

cases, present an unique deep learning model. Taking into 

account the temporal and geographic representation of the 

model, assuming it is accessible, the suggested approach may 

generate embeddings using multivariate time series and 

multivariate spatial time series data in a unique way. Other 

deep learning studies might use this embedding extraction 

method to handle the same kind of information. Furthermore, 

in contrast to previous approaches, the proposed model learns 

relationships between a significant numbers of input 

characteristics. The model's usefulness has been shown by its 

ability to forecast the spike in the number of cases reported 

during the epidemic.    

 Onder Tutsoy [7] first, goes through the Susceptible, 

Infected, and Recovered approach used to estimate casualties 

for Covid-19. It has been rationalized, examined, and 

presented to use the innovative complete Suspicious, 

Infected, Dead framework. The Covid-19 casualties were 

then used to calculate the model's independent variables that 

used a parametric iterative algorithm based on LS. The model 

also forecasts that the quantity of contaminated and deceased 

individuals will be at its lowest point in a couple of days, 

while the proportion of questionable causalities would reach 

its lowest point in a thousand days. Although the model has 

been developed and examined with Covid-19 fatalities in a 

particular nation, this method may be applicable for use in 

other nations throughout the world.    

 Xingguang Chen [8] explains that the Covid-19 

outbreak has a substantial proportion of asymptomatic 

patients and a very extended initial concentration, which are 

characteristics of this illness. The outbreak of is simulated 

using the traditional compartmental paradigm due to the 

absence of emphasis on these unique properties of Covid-19 

produced by the infection in the current literature. 

Fundamentally, the development of the quantity of sub - 

populations is examined, and the prospective outcomes of 

three distinct outbreak strategic responses intervention 

promotion, suppression strategies, and mitigation 

strategies— are explored.    

 Sujata Dash [9] The best ARIMA algorithms created 

for six highest prevalence countries across the globe and six 

badly afflicted districts in India forecast future outcomes 90 

days beforehand to aid us in comprehending how epidemics 

propagate. Despite a few exclusions, the study estimates 

quantities that are quite close to the actual values. The chosen 

ARIMA model for the UK does not provide the greatest 

match. All six of the nations may be attributed to the expected 

BIC, AIC, and RMSE readings. Conversely, the ARIMA 

models created for the Indian states' BIC, AIC, and RMSE 

estimates are highly important.    

 Michael Small [10] Describe the observable 

dynamics of epidemic illness spread using a model with a 

limited or basic range of parameters. When used to analyze 

data from the worldwide coronavirus epidemic, the 

framework supports strong subjective consistency with the 

data seen throughout heavily populated areas. However, 

identical experiments with changing beginning 

circumstances produce wildly different results. The variation 

of our model's projections is substantial and, on the 

appearance of it, far greater than the variability between more 

varying parameters of epidemiological component. The 

selection of the best transmission capacity is therefore only 
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secondarily important to the clear explanation of patterns for 

different and the transmission reduction technique.    

 Cong Li [11] built a merged model including data 

from deep learning features as well as radiomic 

characteristics. Poor results from COVID-19's severe illness 

have attracted public notice. The clinical traits and imaging 

properties of serious circumstances have been the subject of 

numerous investigations. The model was able to discriminate 

between severe and serious Covid-19 patients. The model's 

findings revealed a positive relationship between clinical 

satisfactions. The fundamental to our suggested approach is 

combining two distinct types of characteristics to create a 

stronger model, making it applicable to a variety of additional 

text categorization. The results of the suggested technique 

have been shown to drastically enhance.   

 Cesar Guevara [12] created a smart illness algorithm 

that uses the quantitative tools Kernel Density Estimation and 

K Means clustering to locate the Covid-19 disease hotspots 

or sources of growth of infection. The multivariable logistic 

regression model is used by the algorithm to determine each 

hot spot's chance of survival. Given this survival rate, creating 

pathways to the nearest healthcare center is given priority. 

The revolutionary ACO and TSP technologies are used to 

construct these health care pathways. The state of New York 

has adopted it.   

 Yadunath Pathak [13] To categorize COVID-19 

patients, a brand-new mixture density network model based 

on memetic adaptive differential evolution is presented. The 

suggested model's multi-objective fitness function has 

already been automated, and the MADE method has been 

employed to adjust and maximize the DMB model's 

hyperparameters. Following that, the suggested MADE-

DBM model was investigated using two distinct reference 

COVID-19 datasets comprising chest-CT images for 

validation. The MADE-DBM model was validated multiple 

times in order to avoid the overfitting problem. The 

operational examination of the suggested MADE-DBM 

model on the two benchmark chestCT databases showed that 

it exceeded the rival approaches.    

 Gwangsu Kim [14] utilizing symptoms and 

contextual variables, conducted a survival assessment using 

Surv-COVID19 data obtained in the East Asia area, mostly 

from the Philippine islands, to estimate the likelihood of 

mortality for infections in patients with COVID-19. The 

research was able to effectively modify the dimensionality 

reduction using binary vectors, and traditional Cox regression 

was utilized to determine the consequences of diagnoses 

corrected for background characteristics. Additionally, the 

effectiveness as determined by the C-index was enhanced by 

the authors through the examination of XGBoost. Respiratory 

and pneumonia complications were among the most severe 

ones. The impacts of gender, location, and flight details were 

investigated, and the implications of aging on non-chronic 

illnesses were found to be U-shaped.   

III. CONCLUSION AND FUTURE SCOPE   

Among of the most challenging problems the globe is 

currently facing is the COVID-19 epidemic, often referred as 

the coronavirus infection. COVID-19, a newly discovered, 

highly contagious lung ailment, is caused by the coronavirus 

2. Strategic planning and public health programs are essential 

for recognizing and managing health risks. These programs 

put more of an attention on prevention than on analyzing, 

recognizing, and responding to incidents, notably 

communicable disease outbreaks. To create efficient 

preventive measures, a precise assessment of the disease's 

distribution, probable progression, and episode frequency is 

necessary. As a result, this research article describes a 

practical and beneficial way for predicting the covid-19 

survival rate using deep learning methodologies. In order to 

arrive at our methodology, a variety of various methods for 

forecasting the Covid-19 infection rate are examined in this 

research study. Our approach utilizes, Pearson correlation, K 

Nearest Neighbor, along with CNN-LSTM and Decision Tree 

to achieve covid-19 survival rate prediction. The strategy will 

be validated in the subsequent research on this subject. 
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